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3 <110> APPLICANT: TORMO, MAR 

4 TARI, ANA M. 

5 L0PE2-BERESTEIN, GABRIEL 

6 MCDONNELL, TIMOTHY J. 

8 <120> TITLE OF INVENTION: INHIBITION OF Bcl-2 PROTEIN EXPRESSION BY LIPOSOMAL 

9 ANTISENSE OLIGODEOXYNUCLEOTIDES 
11 <130> FILE REFERENCE: UTSC:550US 

13 <140> CURRENT APPLICATION NUMBER: 09/381,747 
C--> 14 <141> CURRENT FILING DATE: 1999-09-22 

16 <150> PRIOR APPLICATION NUMBER: 08/726,211 

17 <151> PRIOR FILING DATE: 1996-10-04 
19 <160> NUMBER OF SEQ ID NOS : 7 

21 <170> SOFTWARE: Patentin Ver. 2.1 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 18 

25 <:212> TYPE: DNA 

26 <213> ORGANISM: Artificial Sequence 

28 <220> FEATURE: 

29 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 
3 0 Primer 

32 <400> SEQUENCE: 1 

33 cagcgtgcgc catccttc 18 

36 <210> SEQ ID NO: 2 

37 <211> LENGTH: 20 

38 <212> TYPE: DNA 

39 <213> ORGANISM: Artificial Sequence 

41 <220> FEATURE: 

42 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

43 Primer 

45 <400> SEQUENCE: 2 

46 acggtccgcc actccttccc 20 

49 <210> SEQ ID NO: 3 

50 <211> LENGTH: 16 

51 <212> TYPE: DNA 

52 <213> ORGANISM: Artificial Sequence 

54 <22 0> FEATURE: 

55 <223> OTHER INFORMATION: Description of Artificial Sequence: Synthetic 

56 Primer 

58 <400> SEQUENCE: 3 

59 ctgaagggct tcttcc 16 

62 <210> SEQ ID NO: 4 

63 <211> LENGTH: 5086 

64 <212> TYPE: DNA 
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65 <213> ORGANISM: Homo sapiens 

67 <220> FEATURE: 

68 <221> NAME/KEY: CDS 

69 <222> LOCATION: ( 1459) (2175) 

71 <400> SEQUENCE: 4 

72 gcgcccgccc ctccgcgccg cctgcccgcc cgcccgccgc gctcccgccc gccgctctcc 60 
74 gtggccccgc cgcgctgccg ccgccgccgc tgccagcgaa ggtgccgggg ctccgggccc 12 0 
76 tccctgccgg cggccgtcag cgctcggagc gaactgcgcg acgggaggtc cgggaggcga 180 
78 ccgtagtcgc gccgccgcgc aggaccagga ggaggagaaa gggtgcgcag cccggaggcg 24 0 
80 gggtgcgccg gtggggtgca gcggaagagg gggtccaggg gggagaactt cgtagcagtc 300 
82 atccttttta ggaaaagagg gaaaaaataa aaccctcccc caccacctcc ttctccccac 360 
84 ccctcgccgc accacacaca gcgcgggctt ctagcgctcg gcaccggcgg gccaggcgcg 420 
86 tcctgccttc atttatccag cagcttttcg gaaaatgcat ttgctgttcg gagtttaatc 480 
88 agaagacgat tcctgcctcc gtccccggct ccttcatcgt cccatctccc ctgtctctct 540 
90 cctggggagg cgtgaagcgg tcccgtggat agagattcat gcctgtgtcc gcgcgtgtgt 6 00 
92 gcgcgcgtat aaattgccga gaaggggaaa acatcacagg acttctgcga ataccggact 660 
94 gaaaattgta attcatctgc cgccgccgct gccaaaaaaa aactcgagct cttgagatct 72 0 
96 ccggttggga ttcctgcgga ttgacatttc tgtgaagcag aagtctggga atcgatctgg 780 
98 aaatcctcct aatttttact ccctctcccc ccgactcctg attcattggg aagtttcaaa 840 
100 tcagctataa ctggagagtg ctgaagattg atgggatcgt tgccttatgc atttgttttg 900 
102 gttttacaaa aaggaaactt gacagaggat catgctgtac ttaaaaaata caagtaagtc 960 
104 tcgcacagga aattggttta atgtaacttt caatggaaac ctttgagatt ttttacttaa 1020 
106 agtgcattcg agtaaattta atttccaggc agcttaatac attgttttta gccgtgttac 1080 
108 ttgtagtgtg tatgccctgc tttcactcag tgtgtacagg gaaacgcacc tgatttttta 1140 
110 cttattagtt tgttttttct ttaacctttc agcatcacag aggaagtaga ctgatattaa 1200 
112 caatacttac taataataac gtgcctcatg aaataaagat ccgaaaggaa ttggaataaa 12 60 
114 aatttcctgc gtctcatgcc aagagggaaa caccagaatc aagtgttccg cgtgattgaa 1320 
116 gacaccccct cgtccaagaa tgcaaagcac atccaataaa atagctggat tataactcct 1380 
118 cttctttctc tgggggccgt ggggtgggag ctggggcgag aggtgccgtt ggcccccgtt 1440 
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146 95 100 105 

148 tac cgc ggc gac ttc gcc gag atg tec age cag ctg cac ctg acg ccc 1827 

149 Tyr Arg Gly Asp Phe Ala Glu Met Ser Ser Gin Leu His Leu Thr Pro 

150 110 115 120 

152 ttc acc gcg egg gga cgc ttt gcc acg gtg gtg gag gag etc ttc agg 1875 

153 Phe Thr Ala Arg Gly Arg Phe Ala Thr Val Val Glu Glu Leu Phe Arg 

154 125 130 135 

156 gac ggg gtg aac tgg ggg agg att gtg gee ttc ttt gag ttc ggt ggg 1923 

157 Asp Gly Val Asn Trp Gly Arg He Val Ala Phe Phe Glu Phe Gly Gly 

158 140 145 150 155 

160 gtc atg tgt gtg gag age gtc aac egg gag atg teg eec ctg gtg gac 1971 

161 Val Met Cys Val Glu Ser Val Asn Arg Glu Met Ser Pro Leu Val Asp 

162 160 165 170 

164 aac ate gee ctg tgg atg act gag tac ctg aac egg cac ctg cac acc 2019 

165 Asn He Ala Leu Trp Met Thr Glu Tyr Leu Asn Arg His Leu His Thr 

166 175 180 185 

168 tgg ate cag gat aac gga ggc tgg gat gcc ttt gtg gaa ctg tac ggc 2067 
16 9 Trp He Gin Asp Asn Gly Gly Trp Asp Ala Phe Val Glu Leu Tyr Gly 
170 190 195 200 

172 ccc age atg egg cct ctg ttt gat ttc tec tgg ctg tct ctg aag act 2115 

173 Pro Ser Met Arg Pro Leu Phe Asp Phe Ser Trp Leu Ser Leu Lys Thr 

174 205 210 215 

176 Ctg etc agt ttg gee ctg gtg gga get tgc ate acc ctg ggt gee tat 2163 

177 Leu Leu Ser Leu Ala Leu Val Gly Ala Cys He Thr Leu Gly Ala Tyr 

178 220 225 230 235 

180 ctg age cac aag tgaagtcaac atgectgece caaacaaata tgcaaaaggt 2215 

181 Leu Ser His Lys 

183 tcaetaaagc agtagaaata atatgcattg tcagtgatgt accatgaaac aaagctgcag 22 75 
185 gctgtttaag aaaaaataac acacatataa acatcacaca cacagaeaga caeaeaeaca 2335 
187 caeaaeaatt aacagtcttc aggcaaaacg tcgaatcagc tatttactge caaagggaaa 23 95 
189 tateatttat t'ttttaeatt attaagaaaa aagatttatt tatttaagae agtcccatea 2455 
191 aaaeteegte tttggaaatc egaccactaa ttgccaaaca ccgcttcgtg tggeteeace 2515 
193 tggatgttet gtgcctgtaa acatagatte getttccatg ttgttggccg gatcaccatc 2575 
195 tgaagagcag acggatggaa aaaggaectg atcattgggg aagctggctt tctggctgct 2635 
197 ggaggctggg gagaaggtgt teatteaett geatttettt geeetggggg cgtgatatta 2695 
199 acagagggag ggttcccgtg gggggaagte catgeetcce tggeetgaag aagagactct 2755 
201 ttgcatatga eteaeatgat gcatacctgg tgggaggaaa agagttggga actteagatg 2815 
203 gaectagtae ceaetgagat ttccacgccg aaggacagcg atgggaaaaa tgeeettaaa 2875 
205 teataggaaa gtattttttt aagctaccaa ttgtgccgag aaaagcattt tagcaattta 2935 
207 tacaatatea tecagtacct taaaccctga ttgtgtatat teatatattt tggataegca 2995 
209 ceccccaaet eecaatactg gctctgtctg agtaagaaac agaatcctct ggaaettgag 3055 
211 gaagtgaaca tttcggtgae ttecgateag gaaggctaga gttaeeeaga geatcaggcc 3115 
213 gccacaagtg cetgctttta ggagaccgaa gtcegeagaa cctacetgtg tcecagettg 3175 
215 gaggcctggt eetggaactg agccgggccc teaetggcet ccteeaggga tgateaaeag 3235 
217 ggtagtgtgg tetccgaatg tetggaaget gatggatgga geteagaatt eeactgtcaa 3295 
219 gaaagagcag tagaggggtg tggctgggce tgtcaccctg gggeeetcea ggtaggeecg 3355 
221 ttttcacgtg gageatagga geeacgaecc ttcttaagac atgtatcact gtagagggaa 3415 
223 ggaacagagg cectgggeet tcctatcaga aggacatggt gaaggetggg aacgtgagga 3475 
225 gaggcaatgg ccaeggecca ttttggetgt agcacatggc acgttggctg tgtggccttg 3535 
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227 gccacctgtg agtttaaagc aaggctttaa atgactttgg agagggtcac aaatcctaaa 3595 

229 agaagcattg aagtgaggtg tcatggatta attgacccct gtctatggaa ttacatgtaa 3655 

231 aacattatct tgtcactgta gtttggtttt atttgaaaac ctgacaaaaa aaaagttcca 3715 

2 33 ggtgtggaat atgggggtta tctgtacatc ctggggcatt aaaaaaaaat caatggtggg 3 775 

2 35 gaactataaa gaagtaacaa aagaagtgac atcttcagca aataaactag gaaatttttt 3 835 

237 tttcttccag tttagaatca gccttgaaac attgatggaa taactctgtg gcattattgc 3895 

239 attatatacc atttatctgt attaactttg gaatgtactc tgttcaatgt ttaatgctgt 3955 

241 ggttgatatt tcgaaagctg ctttaaaaaa atacatgcat ctcagcgttt ttttgttttt 4015 

243 aattgtattt agttatggcc tatacactat ttgtgagcaa aggtgatcgt tttctgtttg 4075 

245 agatttttat ctcttgattc ttcaaaagca ttctgagaag gtgagataag ccctgagtct 4135 

247 cagctaccta agaaaaacct ggatgtcact ggccactgag gagctttgtt tcaaccaagt 4195 

249 catgtgcatt tccacgtcaa cagaattgtt tattgtgaca gttatatctg ttgtcccttt 4255 

251 gaccttgttt cttgaaggtt tcctcgtccc tgggcaattc cgcatttaat tcatggtatt 4315 

253 caggattaca tgcatgtttg gttaaaccca tgagattcat tcagttaaaa atccagatgg 4375 

255 cgaatgacca gcagattcaa atctatggtg gtttgacctt tagagagttg ctttacgtgg 4435 

257 cctgtttcaa cacagaccca cccagagccc tcctgccctc cttccgcggg ggctttctca 4495 

259 tggctgtcct tcagggtctt cctgaaatgc agtggtcgtt acgctccacc aagaaagcag 4555 

261 gaaacctgtg gtatgaagcc agacctcccc ggcgggcctc agggaacaga atgatcagac 4615 

263 ctttgaatga ttctaatttt taagcaaaat attattttat gaaaggttta cattgtcaaa 4675 

265 gtgatgaata tggaatatcc aatcctgtgc tgctatcctg ccaaaatcat tttaatggag 4735 

267 tcagtttgca gtatgctcca cgtggtaaga tcctccaagc tgctttagaa gtaacaatga 4795 

269 agaacgtgga cgtttttaat ataaagcctg ttttgtcttt tgttgttgtt caaacgggat 4855 

271 tcacagagta tttgaaaaat gtatatatat taagaggtca cgggggctaa ttgctagctg 4915 

273 gctgcctttt gctgtggggt tttgttacct ggttttaata acagtaaatg tgcccagcct 4975 

275 cttggcccca gaactgtaca gtattgtggc tgcacttgct ctaagagtag ttgatgttgc 5035 

277 attttcctta ttgttaaaaa catgttagaa gcaatgaatg tatataaaag c 5086 

280 <210> SEQ ID NO: 5 

281 <211> LENGTH: 239 

282 <212> TYPE: PRT 

283 <213> ORGANISM: Homo sapiens 
285 <400> SEQUENCE: 5 
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